Key indicators: single-crystal X-ray study; T = 292 K; mean (C-C) = 0.004 Å; R factor = 0.053; wR factor = 0.141; data-to-parameter ratio = 15.1.
In the title compound, C 16 H 18 Cl 2 N 4 O 3 S, the five-membered ring is almost planar [maximum deviation = 0.011 (3) Å ] and the six-membered ring adopts an envelope conformation. In the crystal structure, N-HÁ Á ÁN, O-HÁ Á ÁN and C-HÁ Á ÁO interactions link molecules into a three-dimensional network.
Related literature
For general background to tetrahydro triazolo [1,5-a] pyrimidine derivatives as potential biologically active compounds, see: Pryadeina et al. (2004) . For related structures, see: Chen et al. (2005) ; Hu et al. (2005) . For bond-length data, see: Allen et al. (1987) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). between the Ring (C1-C6) and the ring A is 51.86°.
In the crystal structure, weak N-H···N, O-H···N and C-H···O interactions link the molecules into a three-dimensional network (Fig. 2) .
A solution of 4-chloro acetylacetic ester (1 mmol), 2-chloro benzaldehyde (1 mmol), and 3-amino-5-methylthio-1,2,4-triazole (1mmol) in water (3 ml) containing a catalytic amount of TSA was heated under 353 K for 10 h. The resulting mixture was extracted with CH 2 Cl 2 and the extra was dried over sodium sulfate, filtered, the filtrate was condensed under reduced pressure and the residue was purified by chromatography on SiO 2 to afford the title compound. Colourless blocks of (I) were grown from an acetone solution at 293K. 
Refinement
The N-and O-bound H atoms were located in a difference map and freely refined with fixed isotropic displacement parameters. All other H atoms were positioned geometrically, with C-H = 0.93, 0.97 and 0.96 Å for aromatic, methylene and methyl H, respectively, and constrained to ride on their parent atoms, with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C).
Figures Fig. 1 . The molecular structure of (I) with displacement ellipsoids drawn at the 50% probability level.
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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